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Abstract:
Essential to a future of preventive and predictive medicine is the use and application of modern technologies
and computational approaches in the implementation of precision medicine. A sweeping array of
bioinformatics tools, approaches and analysis will impact everything from the integration of whole genome
technologies into clinical and health practice to the identification and refinement of pharmacogenetic
algorithms designed to vastly improve clinical outcomes. We present examples of the development of
precision medicine, improved outcomes including the use of whole genome sequencing and analysis in rare
disease and breast cancer care to create a post-genome paradigm shift in health, disease prevention, and
clinical care. We also demonstrate the use of bioinformatics in the accurate dosing of drugs whose metabolism
is impacted by the genetics of the individual patient. These and parallel efforts though difficult, will catalyze
the adoption and widespread implementation of precision medicine resulting in dramatically improved patient
outcomes.
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